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Fig.l (cont) 
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Fig. 3 



200 



H-noggin (tig) — 
0.1 0.2 0.5 1 2 



iy 
fy 

lU 

a 

U 

m 
ry 




4/15 



wo 94/05791 



jr/LIS93/08326 



Fig.4A. 
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Fig. 5. 
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Fig.10 
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Fig.12. 
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Fig.13 
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TAACTCACTC ATTAGMCACC CCAGCCTTAC ACTTTATGCT TCCGGCTCGT ATGTTGTGTG 
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GAATTGTGAG CGGATAACAA TTTCACACAG GAAACAGCTA TGACCATGAT TACGCCAAGC 
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* * * * * * 
TCGAAATTAA CCCTCACTAA AGGGAACAAA ACrCTGGAGCT CCACCGCGGT GGCGGCCGCC 
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ITCCCAAGTA GAGCGGCGGG GGGGAATTGC GACC^vACTCG TGCGCGTCTT CTGCNCCGCG 
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GCGGC^GCCG GCGCTGCGCG AACGGCTCTC CTCGCAGCTC ATGCTGCCTG CCCTGCGCCT 
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* * * * 1* * 
GCTCAGCCTC GGGTGAGCCA CCTCCGGAGG C^ACCGGGGAG CGCGGCAGCG CCGCGGACTC 
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CTGCCCTTGG TGGACCTCAT CGAACATCCA GACCCTATCT TXGACCCTAA GGAGAAGC^T 
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CTGAACGAGA CGCTGCTGCG CTCGCTGCTC GGGGGCCACT ACGACCCGGG CTTTATGGCC 

LNE TLLR SLL GGH Y DPG FH A> 
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ACITCGCCCC CAGAGGACCG ACCCGGAGGG GGCGGGGGAC CGGCTGGAGG TGCCGAGC^AC 
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CTGGCGGAGC TGGACCAGCT GCTGCGGCAG CGGCCGTCGG GGGCCATGCC GAGCC-^GATC 

LAE I. D QL LRQ RPS G AMP SE1> 
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Fig.13.{cont) 
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TGGAATGACC TAGGCAGCCG CTTTTGGCCA CGCTACGTGA AGGTGGGCAG CTGCTTCAGC 

WND LGSR F WP RYV KVGS CrS> 
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* * * * * * 
AAGCGCTCCT GCTCtGTGCC CGAGGGCATG GTGTGTAAGC CATCCAAGTC TGTGCACCTC 

KRS CSVP EGM VCK PSKS VKL> 
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* ***** 

ACGGTGCTGC GGTGGCGCTG TCAGCGGCGC GGGGGTCAGC GCTGCGGCTG GATTCCCATC 
TVL RV7R C OHR GGQ RCGW IPI> 

1085 1090 1095 1100 1105 1110 1115 1120 1125 1130 1135 1140 
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CAGTACCCCA TCATTTCCGA GTGTAAGTGT TCCTGCTAGA ACTCGGGGGG GGCCCCTGCC 
QYPI1SECKC SC*> 
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* * * * 
CGCGCCCAGA CACTTGATGG ATCCCCCGGG CTGAGATTTT 
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